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Supplementary Tables

Table S1: Sample ID, NCBI GenBank accession numbers, location details and

references for published mtDNA sequences and tissue samples used for
phylogenetic analysis and including samples collected within this study(*) (ABTC:
South Australia Museum, AM M: Australia Museum, ANWC M: Australian
National Wildlife Collection, U: Museum and Art Gallery of Northern Territory
(MAGNT), A: Tasmanian Museum and Art Gallery (TMAG), QVM: Queen Victoria
Museum and Art Gallery (QVMAG), AA/UC: University of Canberra Tissue
Collection). ° WA — Western Australia; Vic — Victoria; NSW — New South Wales; SA — South
Australia; ACT — Australian Capital Territory; NLD — No location data provided.

SPECIES Sample # 125 rRNA 16SrRNA | Location | Reference

Bettongia gaimardi AY245619 Tasmania [1]
Bettongia gaimardi A4708 PP923472 Tasmania *
Bettongia gaimardi AA15140 PP923476 PP923427 | Tasmania *
Bettongia gaimardi AA15141 PP923477 PP923428 | Tasmania *
Bettongia gaimardi AA15142 PP923478 PP923429 | Tasmania *
Bettongia gaimardi AA15145 PP923430 | Tasmania *
Bettongia gaimardi AA15146 PP923479 Tasmania *
Bettongia gaimardi Bga001 PP923499 Tasmania *
Bettongia gaimardi Bga006 PP923500 PP923431 | Tasmania *
Bettongia gaimardi Bga008 PP923501 PP923432 | Tasmania *
Bettongia gaimardi Bga009 PP923502 Tasmania *
Bettongia gaimardi Bga012 PP923503 PP923433 | Tasmania *
Bettongia gaimardi UC1564 PP923533 Tasmania *
Bettongia gaimardi UC1585 PP923538 Tasmania *
Bettongia gaimardi UC1589 PP923539 Tasmania *
Bettongia gaimardi UC1592 PP923540 Tasmania *
Bettongia gaimardi UC1593 PP923541 Tasmania *
Bettongia gaimardi UC15%4 PP923542 Tasmania *
Bettongia gaimardi UC1595 PP923543 PP923434 | Tasmania *
Bettongia gaimardi UC1596 PP923544 PP923435 | Tasmania *




Bettongia gaimardi uUcC1597 PP923545 PP923436 | Tasmania *
Bettongia gaimardi UC1598 PP923546 PP923437 | Tasmania *
Bettongia gaimardi UC1599 PP923547 PP923438 | Tasmania *
Bettongia gaimardi UC1600 PP923548 PP923439 | Tasmania *
Bettongia gaimardi UCle646 PP923554 Tasmania *
Bettongia gaimardi UC1648 PP923555 Tasmania *
Bettongia gaimardi UC1649 PP923556 Tasmania *
Bettongia gaimardi UC1650 PP923557 Tasmania *
Bettongia gaimardi UC1651 PP923558 Tasmania *
Bettongia gaimardi UC1652 PP923559 Tasmania *
Bettongia gaimardi UC1653 PP923560 Tasmania *
Bettongia gaimardi UC1654 PP923561 Tasmania *
Bettongia lesueur AY245620 NLD [1]
Bettongia lesueur KJ868101 WA [2]
Bettongia penicillata AF027998 NLD [3]
Bettongia penicillata AY245612 WA [1]
Bettongia penicillata ABTC26751 KJ868102 WA [2]
Cercartetus nanus JN255346 [4]
Notamacropus agilis AF027986 [3]
Notamacropus eugenii KJ868119 KJ868119 SA [2]
Notamacropus eugenii AY012092 [5]
Notamacropus eugenii AY245606 JN003391 ACT [1,6]
Macropus giganteus LK995454 LK995454 ACT [7]
Macropus giganteus NC027424 NC027424 ACT [7]
Macropus giganteus AF187885 NLD [8]
Macropus giganteus AY245609 NLD [1]
Macropus giganteus X86941 NLD [9]
Notamacropus parryi AY245610 NLD [1]
Notamacropus parryi AF187887 NLD [8]
Notamacropus rufogriseus AY245607 NLD [1]
Notamacropus rufogriseus A3353 PP923470 PP923440 | Tasmania *
Notamacropus rufogriseus | AA15164 PP923488 PP923441 | Tasmania *
Notamacropus rufogriseus | AA15165 PP923442 | Tasmania *
Notamacropus rufogriseus | AA15166 PP923489 Tasmania *




Notamacropus rufogriseus | AA15167 PP923490 PP923443 | Tasmania *
Notamacropus rufogriseus | AA15168 PP923491 Tasmania *
Notamacropus rufogriseus | AA15169 PP923444 | Tasmania *
Notamacropus rufogriseus | ABTC83648 | KJ868122 KJ868122 | Tasmania [2]
Notamacropus rufogriseus M29356 JN003394 JN003395 NSW [6]
Notamacropus rufogriseus UcCi1212 PP923513 Tasmania *
Notamacropus rufogriseus ucCi221 PP923515 PP923445 | Tasmania *
Notamacropus rufogriseus UcC1234 PP923522 PP923446 | Tasmania *
Notamacropus rufogriseus UcCi1235 PP923447 | Tasmania *
Notamacropus rufogriseus ucCi1237 PP923523 PP923448 | Tasmania *
Notamacropus rufogriseus UC1238 PP923449 | Tasmania *
Petaurus breviceps AB241055 AB241055 NLD [10]
Petaurus breviceps AY228380 AY228380 NLD [11]
Petaurus breviceps NC008135 NC008135 NLD [10]
Petaurus breviceps A3410 PP923471 Tasmania *
Petaurus breviceps AA61732 PP923492 PP923450 | Tasmania *
Petaurus breviceps AA61735 PP923493 PP923451 | Tasmania *
Petaurus breviceps AA61737 PP923494 Tasmania *
Petaurus breviceps AA61738 PP923495 Tasmania *
Petaurus breviceps AA61740 PP923496 Tasmania *
Petaurus breviceps AA61741 PP923452 | Tasmania *
Petaurus breviceps AA61744 PP923497 Tasmania *
Petaurus breviceps AA61746 PP923498 Tasmania *
Petaurus breviceps UC1736 PP923568 Tasmania *
Phascolarctos cinereus NC008133 NC008133 NLD [10]
Phascolarctos cinereus U61076 AF166344 NLD [12,13]
Phascolarctos cinereus 98.122 AB241053 AB241053 NLD [10]
Potorous gilbertii AY245616 NLD [1]
Potorous gilbertii JX104630 WA [14]
Potorous longipes AY245624 Vic [1]
Potorous longipes AY245614 NLD [1]
Potorous longipes KJ868148 Vic [2]
Potorous longipes AF028000 Vic [3]
Potorous longipes JX104631 Vic [14]




Potorous tridactylus AY245617 NLD [1]
Potorous tridactylus AJ639873 NLD [15]
Potorous tridactylus A3864 Tasmania *
Potorous tridactylus AA15135 PP923473 Tasmania *
Potorous tridactylus AA15136 PP923453 | Tasmania *
Potorous tridactylus AA15139 PP923475 Tasmania *
Potorous tridactylus M24814 PP923504 Tasmania *
Potorous tridactylus UC1571 Tasmania *
Potorous tridactylus UC1573 PP923534 Tasmania *
Potorous tridactylus UC1574 Tasmania *
Potorous tridactylus UC1575 PP923535 Tasmania *
Potorous tridactylus UC1576 PP923536 Tasmania *
Potorous tridactylus ucC1577 PP923537 Tasmania *
Potorous tridactylus UC1578 Tasmania *
Potorous tridactylus JX104628 Tasmania
apicalis
Potorous tridactylus JX104627 Tasmania
apicalis
Potorous tridactylus JX104629 Tasmania [14]
apicalis
Potorous tridactylus | (A)M39201 JX104621 NSW [14]
tridactylus
Potorous tridactylus | (A)M41008 JX104622 NSW [14]
tridactylus
Potorous tridactylus W30 JX104619 QLD [14]
tridactylus
Potorous tridactylus W34 JX104620 QLD [14]
tridactylus
Pseudocheirus peregrinus AJ639870 AJ639870 NLD [15]
Pseudocheirus peregrinus AA15161 PP923487 Tasmania *
Pseudocheirus peregrinus UC1640 PP923553 Tasmania *
Pseudocheirus peregrinus ucC1737 PP923567 PP923454 | Tasmania *
Thylodale billardierii ABTC83755 KJ868162 | Tasmania [2]
Thylogale billardierii HQ283961 KI-Tas [16]




Thylogale billardierii HQ283960 FI-Tas [16]
Thylogale billardierii AA15146 PP923479 Tasmania *
Thylogale billardierii AA15147 PP923480 PP923455 | Tasmania *
Thylogale billardierii AA15149 PP923481 PP923456 | Tasmania *
Thylogale billardierii AA15150 PP923482 Tasmania *
Thylogale billardierii AA15151 PP923483 Tasmania *
Thylogale billardierii UC1200 PP923507 Tasmania *
Thylogale billardierii UC1208 PP923509 PP923457 | Tasmania *
Thylogale billardierii UcC1209 PP923510 Tasmania *
Thylogale billardierii UcC1210 PP923511 PP923458 | Tasmania *
Thylogale billardierii UcCi1216 PP923459 | Tasmania *
Thylogale billardierii UC1219 PP923514 PP923460 | Tasmania *
Thylogale billardierii ucCi1223 PP923517 Tasmania *
Thylogale billardierii UC1224 PP923518 PP923461 | Tasmania *
Thylogale billardierii UCi1232 PP923521 Tasmania *
Thylogale billardierii UC1239 PP923524 Tasmania *
Thylogale billardierii UC1241 PP923525 PP923462 | Tasmania *
Thylogale billardierii UcCi1242 PP923526 PP923463 | Tasmania *
Thylogale billardierii UcCi1243 PP923464 | Tasmania *
Thylogale billardierii UC1244 PP923527 Tasmania *
Thylogale billardierii UC1246 PP923528 PP923465 | Tasmania *
Thylogale billardierii UC1249 PP923529 PP923466 | Tasmania *
Thylogale billardierii UC1463 PP923531 Tasmania *
Thylogale billardierii UC14064 PP923532 Tasmania *
Thylogale billardierii UcC1606 PP923467 | Tasmania *
Thylogale thetis HQ283958 QLD [16]
Thylogale thetis HQ283959 NSW [16]
Trichosurus vulpecula NC003039 NZ [17]
Trichosurus vulpecula AF357238 Nz [17]
Trichosurus vulpecula AF031823 AF187888 QLD [8]
Trichosurus vulpecula AA15153 PP923484 Tasmania *
Trichosurus vulpecula AA15155 PP923485 Tasmania *
Trichosurus vulpecula AA15157 PP923486 Tasmania *
Trichosurus vulpecula ucCi211 PP923512 Tasmania *




Trichosurus vulpecula UcC1222 PP923516 Tasmania *

Trichosurus vulpecula UC1228 PP923519 Tasmania *
Trichosurus vulpecula UC1229 PP923520 Tasmania *
Trichosurus vulpecula UC1252 PP923530 Tasmania *
Trichosurus vulpecula UC1601 PP923549 Tasmania *
Trichosurus vulpecula UC1604 PP923550 Tasmania *
Trichosurus vulpecula UcC1608 PP923551 Tasmania *
Trichosurus vulpecula UC1613 PP923552 Tasmania *
Trichosurus vulpecula ucC1671 PP923468 | Tasmania *
Trichosurus vulpecula UC1672 UC1672 Tasmania *
Trichosurus vulpecula UC1673 PP923469 | Tasmania *
Vombatus ursinus NC 003322 NLD [18]
Vombatus ursinus AJ304826 NLD [18]
Vombatus ursinus U61078 NLD [12]

Sister group for

phylogenetic analysis

Dasyurus albopunctatus AF166349 NLD [13]
Dasyurus albopunctatus AF009890 NLD [19]
Dasyurus geoffroii AY528921 NLD [20]
Dasyurus geoffroii KJ780027 WA [21]
Dasyurus hallucatus AY528917 NLD [20]
Dasyurus hallucatus U87400 NLD [19]
Dasyurus maculatus AY528918 NLD [20]
Dasyurus maculatus KJ780028 Tasmania [21]
Dasyurus viverrinus AY528920 NLD [20]
Dasyurus viverrinus U87401 NLD [19]
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Table S2: Correct species identification using bestCloseMatch for 16sMam (n=73), at
three thresholds. All incorrect identifications were due to within species diversity.

Genetic distance (%) Correct identification Incorrect identification

1% 59 Petaurus_breviceps_AY228380

Trichosurus_vulpecula_AF187888_QLD

Trichosurus_vulpecula_UC1671_Tasmania

Pseudocheirus_peregrinus_AJ639870

Pseudocheirus_peregrinus_UC1737_Tasmania

3% 63 Petaurus_breviceps_AY228380

5% 63 Petaurus_breviceps_AY228380




Table S3: Species identification using threshID for 16sMam (n =73) at three different
genetic distances. Incorrect identification was identical to the bestCloseMatch
analysis, however, more individuals were ambiguous for 3% and 5% genetic

distance.

Genetic Correct Incorrect Ambiguous
distance (%) | identification | identification | identification
1% 59 5 -
3% 49 1 14
5% 47 1 16




Table S4: Correct species identification using bestCloseMatch for 12sV5 (n = 199), at
three thresholds. All incorrect identifications were due to within species diversity.

Genetic Correct Incorrect identification Ambiguous
distance identification

(%)

1% 186 Petaurus_breviceps_AY228380

Thylogale_billardierii_HQ283961_KI-Tasmania

Potorous_tridactylus_AY245617

Pseudocheirus_peregrinus_AJ639870

Notamacropus_giganteus_Mg232_ACT

Notamacropus_parryi_M14000_QLD

Trichosurus_vulpecula_UC1673_Tasmania

Trichosurus_vulpecula_AF031823_QLD

3% 192 Pseudocheirus_peregrinus_AJ639870

Potorous_tridactylus_AY245617

5% 193 Potorous_tridactylus_AY245617
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