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Table S1 Details of the Black-throated Finch samples acquired from the wild used in the analysis 

Region codes: 

TSV: Townsville Coastal Plains, Queensland 
CEQ: Central Queensland 
FNQ: Far North Queensland 
CYP: Cape York Peninsula, Queensland  

 

Site codes: 

LAP: Ladham Park, Ross River Dam west 
CLW: Clear Water, Ross River Dam west 
DOD: Dottrel Dam, Ross River Dam south 
FOD: Ford’s Dam, Ross River Dam southeast 
MAD: Mango Dam, Ross River Dam southeast 
ANC: Antill Creek, Ross River Dam east 
ARC: Sunbird Creek, Ross River Dam north 

 

SAMPLE ID RING CODE1 REGION SITE SUBSPECIES GB ACCESSION NO.2 
kBTFI001 02647271 TSV LAP cincta  
kBTFI002 02647272 TSV LAP cincta  
kBTFI003 02647273 TSV LAP cincta  
kBTFI004 02647274 TSV LAP cincta  
kBTFI005 02647275 TSV LAP cincta  
kBTFI006 02647276 TSV LAP cincta  
kBTFI007 02647277 TSV LAP cincta  
kBTFI008 02647278 TSV LAP cincta  
kBTFI009 02647279 TSV LAP cincta  
kBTFI010 02647280 TSV LAP cincta  
kBTFI011 02647281 TSV LAP cincta  
kBTFI012 02647282 TSV LAP cincta  
kBTFI013 02647283 TSV LAP cincta  
kBTFI014 02647284 TSV LAP cincta  
kBTFI015 02647285 TSV LAP cincta  
kBTFI016 02647286 TSV LAP cincta  
kBTFI017 02647287 TSV LAP cincta  
kBTFI018 02647288 TSV LAP cincta  
kBTFI019 02647289 TSV LAP cincta  
kBTFI020 02647290 TSV LAP cincta  
kBTFI021 02647291 TSV LAP cincta  
kBTFI022 02647292 TSV LAP cincta  
kBTFI023 02647293 TSV LAP cincta  

                                                 
1 Leg ring coding system followed the standards set out by the Australian Bird and Bat Banding Scheme 
(ABBBS). 
2 GenBank (GB) accession numbers only apply to the individuals that were used for mitochondrial DNA 
sequencing. 



SAMPLE ID RING CODE1 REGION SITE SUBSPECIES GB ACCESSION NO.2 
kBTFI024 02647294 TSV LAP cincta  
kBTFI025 02647311 CYP LFN atropygialis #KY610041 
kBTFI026 02647312 CYP LFN atropygialis  
kBTFI027 02647316 CYP LFN atropygialis  
kBTFI028 02647317 CYP LFN atropygialis  
kBTFI029 02647320 CYP LFN atropygialis  
kBTFI030 02647321 CYP LFN atropygialis  
kBTFI031 02647322 CYP LFN atropygialis  
kBTFI032 02647323 CYP LFN atropygialis  
kBTFI033 02647324 CYP LFN atropygialis  
kBTFI034 02647325 CYP LFN atropygialis  
kBTFI035 02647326 CYP LFN atropygialis  
kBTFI036 02647327 CYP LFN atropygialis  
kBTFI037 02647328 CYP LFN atropygialis  
kBTFI038 02647329 CYP LFN atropygialis  
kBTFI039 02647330 CYP LFN atropygialis  
kBTFI040 02647331 CYP LFN atropygialis #KY610042 
kBTFI041 02647332 CYP LFN atropygialis  
kBTFI042 02647333 CYP LFN atropygialis  
kBTFI043 02647334 CYP LFN atropygialis  
kBTFI044 02647335 CYP LFN atropygialis  
kBTFI045 02647336 CYP LFN atropygialis  
kBTFI046 02647337 CYP LFN atropygialis  
kBTFI047 02647338 CYP LFN atropygialis  
kBTFI048 02647339 CYP LFN atropygialis  
kBTFI049 02647870 CYP LFN atropygialis  
kBTFI050 02647871 CYP LFN atropygialis #KY610043 
kBTFI051 02647872 CYP LFN atropygialis  
kBTFI052 02647873 CYP LFN atropygialis  
kBTFI053 02647874 CYP LFN atropygialis  
kBTFI054 02647875 CYP LFN atropygialis  
kBTFI055 02647876 CYP LFN atropygialis  
kBTFI056 02647877 CYP LFN atropygialis  
kBTFI057 02647878 CYP LFN atropygialis #KY610044 
kBTFI058 02647879 CYP LFN atropygialis  
kBTFI059 02647880 CYP LFN atropygialis  
kBTFI060 02647881 CYP LFN atropygialis  
kBTFI061 02647882 CYP LFN atropygialis  
kBTFI062 02647886 CYP LFN atropygialis  
kBTFI063 02647887 CYP LFN atropygialis  
kBTFI064 02647888 CYP LFN atropygialis  
kBTFI065 02647890 CYP LFN atropygialis  
kBTFI066 02647891 CYP LFN atropygialis  
kBTFI067 02647892 CYP LFN atropygialis  
kBTFI068 02647893 CYP LFN atropygialis  
kBTFI069 02647895 CYP LFN atropygialis  
kBTFI070 02647896 CYP LFN atropygialis  
kBTFI071 02647897 CYP LFN atropygialis  
kBTFI072 02647898 CYP LFN atropygialis #KY610045 
kBTFI073 02647947 TSV LAP cincta  
kBTFI074 02647948 TSV LAP cincta  



SAMPLE ID RING CODE1 REGION SITE SUBSPECIES GB ACCESSION NO.2 
kBTFI075 02647949 TSV LAP cincta  
kBTFI076 02647950 TSV LAP cincta  
kBTFI077 02647951 TSV LAP cincta  
kBTFI078 02647952 TSV LAP cincta  
kBTFI079 02647953 TSV LAP cincta  
kBTFI080 02647954 TSV LAP cincta  
kBTFI081 02647955 TSV LAP cincta  
kBTFI082 02647956 TSV LAP cincta  
kBTFI083 02647957 TSV LAP cincta  
kBTFI084 02647958 TSV LAP cincta  
kBTFI085 02647959 TSV LAP cincta  
kBTFI086 02647960 TSV LAP cincta  
kBTFI087 02647961 TSV LAP cincta  
kBTFI088 02647962 TSV LAP cincta  
kBTFI089 02647963 TSV LAP cincta  
kBTFI090 02647964 TSV LAP cincta  
kBTFI091 02647965 TSV LAP cincta  
kBTFI092 02647966 TSV LAP cincta  
kBTFI093 02647967 TSV LAP cincta  
kBTFI094 02647968 TSV LAP cincta  
kBTFI095 02647969 TSV LAP cincta  
kBTFI096 02647970 TSV LAP cincta  
wBTFI001 02692503 TSV CLW cincta  
wBTFI002 02692534 TSV CLW cincta  
wBTFI003 02692567 TSV DOD cincta  
wBTFI004 02692568 TSV DOD cincta  
wBTFI005 02692569 TSV DOD cincta  
wBTFI006 02692570 TSV DOD cincta #KY610021 
wBTFI007 02692571 TSV DOD cincta  
wBTFI008 02692572 TSV DOD cincta  
wBTFI009 02692573 TSV CLW cincta  
wBTFI010 02692574 TSV CLW cincta  
wBTFI011 02692575 TSV CLW cincta  
wBTFI012 02692576 TSV CLW cincta #KY610022 
wBTFI013 02692577 TSV CLW cincta  
wBTFI0143 Not banded TSV CLW cincta  
wBTFI015 02692590 TSV ANC cincta  
wBTFI016 02692591 TSV ANC cincta #KY610023 
wBTFI017 02692592 TSV ANC cincta  
wBTFI018 02692594 TSV ANC cincta #KY610024 
wBTFI019 02692595 TSV ANC cincta  
wBTFI020 02692670 TSV MAD cincta  
wBTFI021 02692671 TSV MAD cincta  
wBTFI022 02692672 TSV MAD cincta  
wBTFI023 02692673 TSV MAD cincta #KY610025 
wBTFI024 02692674 TSV FOD cincta  
wBTFI025 02692675 TSV FOD cincta  
wBTFI026 02692676 TSV FOD cincta  
wBTFI027 02692677 TSV FOD cincta  

                                                 
3 This individual was not ringed due to a deformed leg, which wasn’t suitable for ringing 



SAMPLE ID RING CODE1 REGION SITE SUBSPECIES GB ACCESSION NO.2 
wBTFI028 02692678 TSV FOD cincta  
wBTFI029 02692679 TSV FOD cincta  
wBTFI030 02692680 TSV FOD cincta  
wBTFI031 02692681 TSV FOD cincta  
wBTFI032 02692682 TSV FOD cincta  
wBTFI033 02692683 TSV FOD cincta  
wBTFI034 02692684 TSV FOD cincta  
wBTFI035 02692685 TSV FOD cincta  
wBTFI036 02692686 TSV FOD cincta  
wBTFI037 02692687 TSV FOD cincta  
wBTFI038 02692688 TSV FOD cincta  
wBTFI039 02692689 TSV FOD cincta  
wBTFI040 02692690 TSV FOD cincta  
wBTFI041 02692691 TSV FOD cincta  
wBTFI042 02692692 TSV FOD cincta  
wBTFI043 02692693 TSV FOD cincta  
wBTFI044 02692694 TSV FOD cincta  
wBTFI045 02692695 TSV FOD cincta  
wBTFI046 02692696 TSV FOD cincta  
wBTFI047 02692697 TSV FOD cincta  
wBTFI048 02692698 TSV FOD cincta  
wBTFI049 02692700 TSV FOD cincta  
wBTFI050 02692701 TSV FOD cincta  
wBTFI051 02692702 TSV FOD cincta  
wBTFI052 02692703 TSV FOD cincta  
wBTFI053 02692704 TSV FOD cincta  
wBTFI054 not banded TSV FOD cincta  
wBTFI055 02692706 TSV FOD cincta  
wBTFI056 02692707 TSV FOD cincta  
wBTFI057 02692708 TSV FOD cincta  
wBTFI058 02692709 TSV FOD cincta  
wBTFI059 02692710 TSV FOD cincta  
wBTFI060 02692713 TSV FOD cincta  
wBTFI061 02692714 TSV FOD cincta  
wBTFI062 02692715 TSV FOD cincta  
wBTFI063 02692716 TSV FOD cincta  
wBTFI064 02692721 TSV CLW cincta  
wBTFI065 02692722 TSV CLW cincta  
wBTFI066 02692723 TSV CLW cincta  
wBTFI067 02692724 TSV CLW cincta  
wBTFI068 02692725 TSV CLW cincta  
wBTFI069 02692726 TSV CLW cincta  
wBTFI070 02692727 TSV CLW cincta  
wBTFI071 02692728 TSV CLW cincta  
wBTFI072 02692729 TSV CLW cincta  
wBTFI073 02692730 TSV CLW cincta  
wBTFI074 02692732 TSV DOD cincta #KY610026 
wBTFI075 02692733 TSV DOD cincta  
wBTFI076 02692735 TSV CLW cincta  
wBTFI077 02692736 TSV CLW cincta  
wBTFI078 02692737 TSV CLW cincta  



SAMPLE ID RING CODE1 REGION SITE SUBSPECIES GB ACCESSION NO.2 
wBTFI079 02692738 TSV CLW cincta #KY610027 
wBTFI080 02692739 TSV CLW cincta  
wBTFI081 02692740 TSV CLW cincta  
wBTFI082 02692741 TSV CLW cincta  
wBTFI083 02692748 TSV FOD cincta  
wBTFI084 02692749 TSV FOD cincta  
wBTFI085 02692750 TSV FOD cincta # KY610028 
wBTFI086 02692751 TSV FOD cincta  
wBTFI087 02692752 TSV FOD cincta  
wBTFI088 02692753 TSV FOD cincta  
wBTFI089 02692754 TSV FOD cincta  
wBTFI090 02692755 TSV FOD cincta  
wBTFI091 02692756 TSV FOD cincta  
wBTFI092 02692757 CEQ DES cincta  
wBTFI093 02692758 CEQ DES cincta  
wBTFI094 02692759 CEQ DES cincta  
wBTFI095 02692760 CEQ DES cincta  
wBTFI096 02692762 CEQ DES cincta # KY610029 
wBTFI097 02692763 CEQ DES cincta # KY610030 
wBTFI098 02692764 CEQ DES cincta  
wBTFI099 02692765 CEQ DES cincta  
wBTFI100 02692766 CEQ DES cincta  
wBTFI101 02692767 CEQ DES cincta  
wBTFI102 02692768 CEQ DES cincta  
wBTFI103 02692769 CEQ DES cincta # KY610031 
wBTFI104 02692770 CEQ DES cincta  
wBTFI105 02692771 CEQ DES cincta  
wBTFI106 02692772 CEQ DES cincta  
wBTFI107 02692773 CEQ DES cincta  
wBTFI108 02692774 CEQ DES cincta  
wBTFI109 02692775 CEQ DES cincta  
wBTFI110 02692776 CEQ DES cincta  
wBTFI111 02692777 CEQ DES cincta  
wBTFI112 02692778 CEQ DES cincta  
wBTFI113 02692779 CEQ DES cincta  
wBTFI114 02692780 CEQ DES cincta  
wBTFI115 02692782 CEQ DES cincta  
wBTFI116 02692783 CEQ DES cincta  
wBTFI117 02692784 CEQ DES cincta # KY610032 
wBTFI118 02692785 CEQ DES cincta  
wBTFI119 02692786 CEQ DES cincta  
wBTFI120 02692787 CEQ DES cincta  
wBTFI121 02692788 CEQ DES cincta  
wBTFI122 02692789 CEQ DES cincta  
wBTFI123 02692790 CEQ DES cincta  
wBTFI124 02692791 CEQ DES cincta  
wBTFI125 02692792 CEQ DES cincta  
wBTFI126 02692793 CEQ DES cincta  
wBTFI127 02692794 CEQ DES cincta  
wBTFI128 02692795 CEQ DES cincta  
wBTFI129 02692796 CEQ DES cincta  



SAMPLE ID RING CODE1 REGION SITE SUBSPECIES GB ACCESSION NO.2 
wBTFI130 02692797 CEQ DES cincta  
wBTFI131 02692798 CEQ DES cincta  
wBTFI132 02692799 CEQ DES cincta # KY610033 
wBTFI133 02692800 CEQ DES cincta  
wBTFI134 02692801 CEQ DES cincta  
wBTFI135 02692802 CEQ DES cincta  
wBTFI136 02692813 FNQ MAW atropygialis  
wBTFI137 02692815 FNQ MAW atropygialis # KY610034 
wBTFI138 02692816 FNQ MAW atropygialis  
wBTFI139 02692817 FNQ MAW atropygialis  
wBTFI140 02692818 FNQ MAW atropygialis # KY610035 
wBTFI141 02692819 FNQ MAW atropygialis  
wBTFI142 02692820 FNQ MAW atropygialis  
wBTFI143 02692821 FNQ MAW atropygialis  
wBTFI144 02692822 FNQ MAW atropygialis # KY610036 
wBTFI145 02692823 FNQ MAW atropygialis  
wBTFI146 02692831 FNQ MAW atropygialis  
wBTFI147 02692833 FNQ MAW atropygialis # KY610037 
wBTFI148 02692834 FNQ MAW atropygialis  
wBTFI149 02692835 FNQ MAW atropygialis  
wBTFI150 02692838 FNQ MAW atropygialis # KY610038 
wBTFI151 02692841 FNQ MAW atropygialis  
wBTFI152 02692849 TSV ARC cincta  
wBTFI153 02692850 TSV ARC cincta # KY610039 
wBTFI154 02692851 TSV ARC cincta  
wBTFI155 02692852 TSV ARC cincta # KY610040 
wBTFI156 02692853 TSV ARC cincta  

 

  



Table S2 Details for 18 Black-throated Finch (Poephila cincta cincta) microsatellite loci developed from 

454 shotgun sequences4 

Locus Repeat motif Primer sequence (5’ – 3’) 
Primer 
conc. 
(μM) 

Size 
range 
(bp) 

N NA HO HE PHWE PIC 
GenBank 
accession no. 

btfi01B (AT)7 
[VIC]CAAGCAGTCACAGAACAACCA 
GACATATCCAAGGAAGCCAAA 

3 108-116 63 2 0.032 0.031 0.898 0.031 KF366586 

btfi02C (ACG)9 
[PET]GTTGTTGGTCTGCTGGGACT 
CCTCTGACAGCAGGACAAGG 

4 105-120 63 6 0.667 0.736 0.082 0.698 KF366587 

btfi04B (AG)7 
[NED]TGTCTGCAGCACTTCCAAAG 
AGACCATCTGGAGCTTGTGC 

3 201-207 62 4 0.387 0.534 0.007 0.477 KF366588 

btfi05A (AGT)10 
[PET]CCAAATGGGACAGAGTGGAT 
CTCAGCCTCGCTTTGCTTC 

5 169-217 54 10 0.685 0.734 0.999 0.707 KF366590 

btfi06C (AG)7 
[6-FAM]CTCAGCCACTCTGGCAAACT 
TTGGCCAGAGAATAAGCTGC 

2 163-165 63 2 0.032 0.031 0.898 0.031 KF366591 

btfi09A (AGC)7 
[VIC]TTTGTGCCAGAAAGCTGGAT 
ACTCCTGAGCAGTGGTCCTG 

3 123-129 54 3 0.648 0.593 0.608 0.512 KF366592 

btfi22A (AAAT)10 
[NED]TTTGAGAATGGCCTGGTTAGA 
CCTGCTTCCAGTTACCATGC 

3 140-160 54 6 0.63 0.667 0.864 0.603 KF366594 

btfi23B§ (AC)9 
[6-FAM]GAATGCTCCCACATCTCCTG 
CTCCTGTTTGCTGAGGGAAA 

4 410-418 63 5 0.746 0.620 0.369 0.566 KF366600 

btfi27B (AGAGGG)7 
[PET]ACCCTGAGGAGTGGAAGGAG 
CCAAGCCTTGCCATCTATTG 

3 146-200 60 6 0.350 0.659 0.000 0.6 KF366589 

btfi31C* (AG)10 
[PET]CCTCCACAAATGTCTAGGGAA 
ATCCCAGCATACTCCCGAA 

4 214-226 60 2 0.067 0.065 0.789 0.062 KF366593 

btfi31-2C* (AG)10 
[PET]CCTCCACAAATGTCTAGGGAA 
ATCCCAGCATACTCCCGAA 

4 238-246 63 2 0.063 0.062 0.795 0.06 KF366593 

btfi34A (AAT)6 
[6-FAM]TGGGTTATACAGCCCAGAGG 
CGTTGTCTGTCTTCAGTCCCA 

1.5 168-171 54 2 0.222 0.199 0.358 0.178 KF366595 

btfi36A (AAT)6 
[6-FAM]GGCATTCCTGTCTTAGGAATCA 
GACACCGTCCTCCTGTAACG 

3 337 54 1 - - - - KF366596 

btfi38B (AAAAC)6 
[6-FAM]GGCTGAGCTCTCACCAACAG 
CTTCAGGAGCACATTGAGCA 

1.5 205-245 63 7 0.841 0.756 0.076 0.712 KF366597 

btfi39C (ACAG)6 
[6-FAM]GGAGCAGATGGAGAGCTGAG 
GGTGTCCTTCACTGTGTCCC 

2 244-260 63 5 0.73 0.671 0.691 0.603 KF366598 

btfi40C (ACCT)7 
[VIC]TTGCATACATCAATGTCAGGTG 
TGCTTATCACCAAAGCAGCA 

2 130-170 63 11 0.905 0.866 0.100 0.844 KF366599 

btfi41A (AGG)6 
[6-FAM]TCCTAGTTCTGGCAGACCCTT 
ATCTCTGTCATGTCGGTCCC 

2 224-230 54 2 0.204 0.316 0.010 0.264 KF366601 

btfi43B (AGT)8 
[VIC]TCATCCACCTGTCACACCAG 
AGCAGCTCCAGTTGCCTGTA 

2 323 63 1 - - - - KF366602 

N – number of individuals amplified; NA – number of alleles; HO – observed heterozygosity;  HE – expected 
heterozygosity; PHWE – significance value of Hardy-Weinberg Equilibrium at P < 0.0033 after FDR correction; PIC – 
polymorphic information content 

A, B, C Multiplex systems  

* Loci btfi31 and btfi31-2 were co-amplified with the same set of primers and may contain over lapping alleles 

§ Marker btfi23 contains out-of-phase (1 bp) alleles 

 

                                                 
4 This data is published in 
Tang, L. S., C. Smith-Keune, M. G. Gardner, and B. D. Hardesty. 2014. Development, characterisation and 

cross-species amplification of 16 novel microsatellite markers for the endangered Black-throated Finch 
(Poephila cincta) in Australia. Conservation Genetics Resources 6(1), 143-146. 

 


