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The nuclear RPB2 (left) and chloroplast trnL—trnF (right) gene trees constructed using RAXML.

Support values for nodes that received significant support are given in the following order: maximum likelihood

(ML) bootstrap, Bayesian posterior probability (BP) and maximum parsimony (MP) bootstrap. Clade names refer

to the text. Species with ruminate cotyledons are surrounded by a stippled rectangle. Species names are followed

by the details of the co

llector.
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Fig. S2. A phylogenetic tree constructed using a matK sequence alignment of 1618 bp implementing the
RAXML method. GenBank accession numbers of sequences obtained from GenBank are provided. The sequence

data for the two Australian species with ruminate cotyledons was provided by Mark Harrington.

Page 3 of 3



	Phylogeny of Cryptocarya S1.pdf
	Slide Number 1

	Phylogeny of Cryptocarya S2.pdf
	Slide Number 1




