	Table S1: Numbers of samples collected and used in each analysis. The number of samples are separated according to sex for the different types of data available (genotypic, mitochondrial DNA (mtDNA), size and home range), whether individuals were sampled alive or dead, the sampling location, the different types of analyses performed (see main body of text for details of analyses).

	
	
	
	
	
	

	
	Total
	Female
	Male
	Unknown

	Available Data
	
	
	
	

	Genotypes (microsatellites)
	139
	91
	46
	2

	mtDNA
	141
	92
	47
	2 

	Size (weight and leg length)
	111
	80
	31
	

	Home range (overall)
	45
	35
	10
	

	Home range (Murphy’s Crossing )
	20
	17
	3
	

	Home range (Jooriland)
	25
	18
	7
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	Alive
	128
	85
	43
	

	Dead
	11
	6
	3
	2

	
	
	
	
	

	Location sampled (for genotypic data shown, mtDNA sample sizes shown in brackets where this differs from genotypic)

	Jooriland
	59 (58)
	39 (38)
	19
	1

	Murphy's Crossing
	52
	42
	10
	

	Douglas Flat
	12 (10)
	4
	8 (6)
	

	Flying Fox
	16 (15)
	6
	9 (8)
	1

	Other locations within Wollondilly area 
	0 (6)
	0 (2)
	0 (4)
	

	
	
	
	
	

	Analyses (with genotypic data)
	
	
	
	

	Genetic diversity
	139
	91
	45
	2

	Population level analysis
	139
	91
	45
	2

	Spatial analysis and IBD (initial sampling location used)
	111
	80
	31
	

	Spatial analysis with home range data (i.e. overlap and centroids)
	45
	35
	10
	

	
	
	
	
	



